The original paper of this article unfortunately contains mistakes. In Fig. 4c , the northern blot analysis validated the size of the lncRNA-N1LR. When we performed the northern blot analysis, all the RNA bands from different samples appeared to be in the same size, which were consistent with the result of the RACE. However, in these results, there was a band that was brighter than others, and we guessed the sample from this brighter band was polluted by the sample overexpressing N1LR. Unfortunately, this brighter band mistakenly appeared in Fig. 4c . So we would like to present the correct Fig. 4c . In addition, the TTC stained image of BsiRNA-NC^in Fig. 6c was mistakenly replaced by another image from the sample of the mouse suffering 1.5 h of MCAO and 24 h of reperfusion. With this, the correct Fig. 6c is hereby presented.
The original paper of this article unfortunately contains mistakes. In Fig. 4c , the northern blot analysis validated the size of the lncRNA-N1LR. When we performed the northern blot analysis, all the RNA bands from different samples appeared to be in the same size, which were consistent with the result of the RACE. However, in these results, there was a band that was brighter than others, and we guessed the sample from this brighter band was polluted by the sample overexpressing N1LR. Unfortunately, this brighter band mistakenly appeared in Fig. 4c . So we would like to present the correct Fig. 4c . In addition, the TTC stained image of BsiRNA-NC^in Fig. 6c was mistakenly replaced by another image from the sample of the mouse suffering 1.5 h of MCAO and 24 h of reperfusion. With this, the correct Fig. 6c is hereby presented. LncRNA-N1LR is located on chromosome 9 in mice and shares an overlapping sequence with the 5′ UTR of Nck1. siRNA was designed to target the region of lncRNA-N1LR outside of the overlapping sequence with 5′ UTR of Nck1. b The full-length sequence of lncRNA-N1LR obtained by RACE analysis. Agarose gel electrophoresis and the sequencing of the PCR product from the 5′-RACE and 3′-RACE procedure revealed a putative transcriptional start and end site of lncRNA-N1LR. The nucleotide sequence of the fulllength lncRNA-N1LR is given below. c Northern blot analysis showed the length of the lncRNA-N1LR fragment in the cortex of mice subjected to I/R-induced injury 
